FIGURE S1. Effect of depletion of MBNL1, MBNL2 or CUGBP1 on RNA foci in F35T corneal endothelial cells. FIGURE S2. Effect of depletion of MBNL1, MBNL2 or CUGBP1 on RNA foci in F45SV corneal endothelial cells. FIGURE S3. RNA foci are not affected by knockdown of TCF4 in F35T patient-derived corneal endothelial cells. FIGURE S4. Bioanalyzer results of the purified standard RNAs of MBNL1 and MBNL2 synthesized by in vitro transcription. FIGURE S5. Representative standard curves for signal intensity of MBNL1 and MBNL2 proteins. TABLE S1. Summary table of corneal endothelial tissues, FECD corneal endothelial cell lines (F35T, F45SV) and control corneal endothelial cell line (HCN19).
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FIGURE S1. Effect of depletion of MBNL1, MBNL2 or CUGBP1 on RNA foci in F35T corneal endothelial cells. A, FISH images of CUG repeat RNA foci in F35T patient-derived corneal endothelial cells transfected with the indicated siRNA oligonucleotides. Different siRNA oligonucleotides targeting MBNL1 and MBNL2 were used in this experiment compared with those used in the experiment shown in Figure 2 
